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Feature sheet: SPIP
ImageMet Explorer™ TN

With the release of SPIP™ 6.6, the ImageMet Explorer™ was improved significantly to become
much more efficient and user friendly. Now, it is the fastest and most informative browser
for SPM files to date.

Increased efficiency with ImageMet Explorer™

With SPIP™ 6.6 the ImageMet Explorer™ browser has been rewritten completely:

Generally, the look and feel of the browser has been updated, and the speed with which you
can sort, preview, and find your relevant data in a simple, ordered manner has been increased
substantially. In effect, you are more efficient when handling multiple recorded data files.

Many of the enhancements are implemented in response to requests from users of Omicron
systems, who have been looking for faster exploration of MATRIX result files, making it easier
to select data for analysis.

Now, the new level of capabilities will be brought to any user of the SPIP™ image processing
and analysis software!
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SPIP™ 6.6 helps you find what you are looking for!
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Did you know that...

SPIP™ is a professional software package that provides industrial
and academic researchers with an advanced toolkit for working

with microscope images, profiles and force curve data. f ‘_’ :

SPIP™ supports more than 100 file formats for an array of instru-
ment types including: SPM, AFM, STM, SEM, TEM, interferometers, Download Free Trial
confocal microscopes, profilers, and optical microscopes.

" Want to try it out?\

www.imagemet.com
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Your tool for advance microscopy image processing:

Get closer to the real surface

Correction & Enhancement:

Select between a wide range of image
processing features to optimize the quali-
ty and usefulness of microscope data.

Obtain the right numbers efficiently

Analysis & Inspection:

Choose between a multitude of different
techniques and features to ensure accu-
rate and efficient analysis to the required
level of detail.

Communicate your results easily

Reporting & Visualization:

Generate tables and graphs, export customized
data visualization and animated image projec-
tions
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